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Cell Suspension Volume Calculator for Multiplexing 4 Samples

Volume of Cell Suspension Stock per reaction (ul) | Volume of Post-Hyb Resuspension Buffer per reaction (ul)
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Indicate a low transfer volume that may result in higher cell load variability
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Cell Suspension Volume Calculator for Multiplexing 16 Samples

Volume of Cell Suspension Stock per reaction (ul) | Volume of Post-Hyb Resuspension Buffer per reaction (ul)

Cell Stock Targeted Cell Recovery

Concentration
(Cells/ub 8000 | 16000 48000 | 64000 | 80000 | 96000 (112000128000

26.4
500 n/a n/a n/a n/a n/a n/a n/a n/a
13.6
13.2 26.4
1000 n/a n/a n/a n/a n/a n/a n/a
26.8 13.6
8.8 176 35.2
1500 n/a n/a n/a n/a n/a n/a
31.2 22.4 4.8
6.6 13.2 26.4 39.6
2000 n/a n/a n/a n/a n/a
33.4 26.8 136 0.4
5.3 10.6 21.1 317
2500 n/a n/a n/a n/a n/a
34.7 29.4 18.9 8.3
44 8.8 176 26.4 35.2
3000 n/a n/a n/a n/a
35.6 31.2 22.4 13.6 4.8
3.8 75 151 22.6 30.2 377
3500 n/a n/a n/a
36.2 325 24.9 174 9.8 2.3
3.3 6.6 13.2 19.8 26.4 33.0 39.6
4000 n/a n/a
36.7 334 26.8 20.2 13.6 70 0.4
29 5.9 11.7 17.6 235 29.3 35.2
4500 n/a n/a
371 34.1 28.3 22.4 16.5 10.7 4.8
2.6 53 10.6 15.8 211 26.4 31.7 370
5000 n/a
374 34.7 29.4 24.2 18.9 136 8.3 3.0
5500 2.4 4.8 9.6 14.4 19.2 24.0 28.8 33.6 38.4
376 35.2 30.4 25.6 20.8 16.0 112 6.4 16
—_— 2.2 A 8.8 13.2 176 22.0 26.4 30.8 33.6
378 35.6 31.2 26.8 22.4 18.0 13.6 9.2 6.4
505 20 4.1 8.1 12.2 16.2 20.3 24.4 28.4 325
38.0 35.9 31.9 27.8 23.8 19.7 15.6 11.6 75
— 19 3.8 75 11.3 15.1 189 226 26.4 30.2
38.1 36.2 32.5 28.7 249 21.1 17.4 13.6 9.8
_— 1.8 3.5 70 10.6 14.1 17.6 214 24.6 28.2
38.2 36.5 33.0 29.4 25.9 22.4 189 154 11.8
8060 il7/ 3.3 6.6 9.9 43.2 16.5 19.8 23.1 26.4
38.4 36.7 33.4 30.1 26.8 235 20.2 16.9 13.6
_— 16 3.1 6.2 9.3 12.4 155 18.6 217 24.8
38.4 36.9 33.8 30.7 276 24.5 21.4 18.3 15.2
— 15 29 59 8.8 11.7 147 17.6 20.5 235
B85 371 34.1 31.2 28.3 25.3 22.4 19.5 16.5
_— 1.4 2.8 5.6 8.3 111 139 16.7 195 22.2
38.6 372 34.4 317 28.9 26.1 23.3 20.5 17.8
1.3 2.6 5.3 79 10.6 13.2 15.8 185 21.1
10000
38.7 374 34.7 32.1 29.4 26.8 24.2 215 189
Yellow boxes Indicate a low transfer volume that may result in higher cell load variability
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